Introduction
by donkey anti-goat IgG-HRP conjugated secondary antibody (Santa Cruz, sc-2020) and 4 4 counterstained with hematoxylin (Sigma-Aldrich, GHS232). Each specimen was ranked ordinally by 4 5 a blind observer according to signal intensity in corneal epithelium for comparison among the 4 6 normal and anirida groups (1=lowest <2 <3 <4=highest). HCECs (ATCC, cat# PCS-700-010) were cultured in serum free medium (ATCC, cat# PCS-700-5 0 030) supplemented with growth factors according to the manufacturer's instructions. were made in RIPA buffer. Samples were run on a 10% SDS-PAGE gel, and Western 5 7 blotting was performed using standard techniques with Raver2 (Santa Cruz) and Pax6 5 8 (Abcam , ab195045) antibodies. The same protocol was used for cell lysate preparation and transfection (Raver2 siRNA), suggesting an indirect regulatory association between these two Raver1 protein in corneas of aniridic humans and mice using immunohistochemistry.
4
Localization of this hnRNP family member overlapped with that of Raver2 in corneal 2 5 epithelium, however, levels of Raver1 expression were unchanged between healthy vs aniridic 2 6 corneas in humans, and between C57Bl6 and Pax6 haploinsufficient mice (Figure 4 ), suggesting 2 7 that Raver1 does not compensate for Raver2 deficiency. We used genome wide microarray to identify novel genes that function as regulators of corneal Heyningen V. The human PAX6 gene is mutated in two patients with aniridia. Nat Genet. heat map for all genes within this group. Each row represents a specific oligonucleotide probeon 4 3 the array and each column represents an independent biological replicate with strain indicated 4 4 below the heat map. A complete list of genes within this group is given in Supplemental Table   4  5 1and 2. datasets were subjected to unbiased clustering analysis using Ward's method. The data clustere 4 9 dtightly according to mouse strain, demonstrating excellent data qualityand reproducibility. 
